Evaluation of the human telomerase reverse transcriptase (WTERT) expression in mesenchymal stem cells from human fetal membranes at different age groups

Ghadeer | Alrefaei , Saleh Al-Karim , Hassan Abduljabbar”, Gauthaman Kalamegam5 118 Akl Contorente 00

] 2,3 A

BN
_;'.: ;"_. 1 Biology Department, Faculty of Sciences, Universityof Jeddah, Jeddah, Saudi Arabia and PhD Student at Biology Department, Faculty of Sciences, King Abdulaziz University
2 Biology Department, Faculty of Sciences, King Abdulaziz University, Jeddah, Saudi Arabia mmmw
—‘—_—-_— 3 Head Of Embryonic And Cancer Stem Cell Research Group , King Fahad Medical Research Center, King Abdulaziz University,Jeddah, Saudi Arabia m
i — 4Department of Obstetrics and Gynecology, King Abdulaziz University Hospital, Medical College, King Abdulaziz University, Jeddah, Saudi Arabia
‘ > 5 Stem Cells Unit, Center of Excellence in Genomic Medicine Research, King Abdulaziz University, Jeddah, Saudi Arabia

Universityloffeddah

Introduction RESUITS Conclusions

Figure 2: CD marker analysis of hFM-MSCs by Flow cytometry.

Passages Representative histogram of the flow cytometry analysis (FACS) of MSCs related.
CD surface-marker expression on hFM-MSCs from early passages in three different
age groups . The hFM-MSCs werepositive for CD73, CD90, CD105, CD44, CD29
and negative for CD34 and CDA45. All postive CD surface markers demonstrated
more than 80% expression.
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Table 1 : P-values for target gene in each comparlsons%etween groups, and Relative quantification
(Rqg) genes in test group while comparing any two groups, ratio of expression (Rq)=relative expression
e AT of test/relative expression of control.
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Umbilical cord Normal Skin Meddle Age 0.001
Derive and establish hMSCs in-vitro after collecting a 48 Fibroblast cell ' 0.03
full-term freshly delivery human placenta during routine Old Age 0.007 0.04
normal deliveries at King Abdulaziz University Hospital . o
(KAUH) ), following informed consent mothers and ethical P-value <0.05 = significant | - |
approval from Biomedical Research Ethics # Rq value above 1 indicate upregulation and below 1 indicates downregulation
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Characterized for their stemness properties by CD marker UC- Group 3 (40-50 years) | RT3 | AN Sl '\\\ \ N | s
expression (positive markers: CD29, CD44, CD73 and CD90, ; AR % /; AN 3 \‘ A\ ARET "\:\\':::’:‘; o 05 02 01
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In addition, Total RNA was extracted from fresh hFM- BT SR | BN ‘,',: \‘/' i g&j}_‘;& RAPZEZHRAN 5 | , | A 0 4 . . - B
MSCs and cDNA prepared. Real-time PCR (qRT-PCR) was R S | I AN | BSSaS — @ 62 6 _ 61 6! 63
performed to analyze hTERT expression levels.GAPDH was Figure 1: Cellular morphology of *hFM-MSCs Figure 3: Expression pattern of hTERT gene in *G1 control, G2 and G3.
used as the internal control. Were analyzed using AACT Representative images of hFM-MSCs ( placenta (P) and Umbilical cord wharton's jelly (UC)) from three Description: Rq graphs of P and UC groups represents the comparative expression
method. - different age groups during cell culture at various passages ; intial passage (PO), elarly passage (P2) and quantification of gene (test vs control) where control is normalized to 1; Rqg value
Normal skin fibroblast cells used as a control to compare late passage (P4). The cells showed short to long like fibroblast cells . Magnification 10x. above 1 indicate upregulation and below 1 indicates downregulation
hTERT expression level in the different age groups.
*hFM-MSCs: Mesenchymal Stem Cells from Fetal Membranes *G1: Young age (20-29 years) ; G2: Middle age (30-39 years);G3: Old age (40-50

years)



