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Gonclusion / Discussion

Our microarray analysis revealed 1615 up-regulated genes and 794

H. felis stimulated B cells, H. felis stimulated IL-10*
B cells and IL-10" B cells. Based on our microarray
and real-time PCR data, we found that H.felis
stimulated IL-10 competent B cells differentially
express both CD9 and PD-1 and PD-L1 compared
to stimulated IL-10 negative B cells.
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Figure 1. Cluster analysis-Hierarchical clustering heat map for doi:10.1111/all.12697

all B cell groups. Cluster analysis includes two samples from | Figure 2. The average of the fold change of CD9, PD-1, PDL-1,
each of the following group; unstimulated B cells, H. felis | NRP2 and Tripl expression in three independent B cell experiments.

stimulated B cells, IL10 negative B cells and one sample of | B cell groups; unstimulated B cells, H. felis stimulated B cells , H. felis
IL10 positive B cell stimulated IL10 * and H. felis stimulated 1L10 ~ Bcells
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